Fueled by recent progress of modern immunotherapy, bladder cancer has regained the interest of the scientific community and stimulated research exceeding the field of checkpoint inhibitors. The 15th meeting of the International Bladder Cancer Network (IBCN) took place at the Fundacao Champalimaud in Lisbon, Portugal, from October 21-23, 2017, 20 years after the first meeting in Barcelona. Once again, participants from different countries and with different scientific background discussed a broad spectrum of bladder cancer research spanning from basic research related topics (e.g. cancer models, biomarkers, molecular subtyping, molecular background of cancer progression and novel targets) to clinical aspects including tumor immunology [1] . A separate session tried to define "room to improvement" in clinical trial design. * Correspondence to: Bernd J. Schmitz-Dräger. E-mail: bernd sd@yahoo.de.
CANCER MODELS

Mullenders et al. (Utrecht, The
Netherlands) successfully established organoid cultures in around 60% of bladder tissue samples. Organoids from both tumor and normal tissue could be expanded for prolonged periods of time (at least 9 months) and were found to contain both basal and superficial cells. This work was honoured with an award for outstanding presentation.
Fantini et al. (Chicago, IL, USA) presented a mutational analysis of the N-butyl-N-(4-hydroxybutyl)-nitrosamine (BBN) mouse model. They observed frequent mutations in Trp53 (80%), and the epigenetic master regulators MLL4 (Kmt2d) (70%), and MLL3 (Kmt2c) (90%), which also are commonly observed in human muscle invasive bladder cancer (MIBC). The group received a travel award for this excellent work.
The presence of different cell populations in normal mouse urothelial organoids was studied by Pereira Santos et al. (Madrid, Spain) . Looking at different markers they provided evidence that the Cd49f+ subpopulation contains urothelial stem cells, which may be an important step in studying bladder cancer development.
Gorill et al. (Oxford, UK) used the crypt assay to assess gut toxicity in vivo following whole abdominal radiation in a mouse model. They reported that a modified crypt assay is a promising method to determine the effects of chemoradiation combinations on the small intestine.
Southgate (York, UK) investigated normal urothelial cells in seeking drivers of bladder carcinogenesis. Based on this approach autocrine activation of EGFR was identified as a major driver of growth in NHU cell lines maintained in a non-differentiated or "basal" (CK5+, CK14+) state, whereas activation of the nuclear receptor PPAR␥ initiates a temporal programme of gene expression changes resulting in a differentiated (CK13+, CK20+, UPK+, CLDN3+) phenotype.
BIOMARKERS
Using data from genome wide association studies targeting patients with non-MIBC (NMIBC) from three large biobanks, Galesloot et al. (Nijmegen, The Netherlands) identified 2 single nucleotide variants (SNVs) predicting tumor recurrence and one more predicting tumor progression.
de Matos Simoes (Boston, USA) investigated the performance of an extensive range of urothelial cancer (UC) diagnostic classifiers across 156 patients presenting with haematuria in order to determine which patient characteristics were associated with a high probability of correct classification. The classifiers demonstrated favorable performance parameters in non-smokers, aged ≤ 65 years with microhaematuria.
Survivin and ERCC-1 expression were retrospectively investigated as potential prognostic markers in 290 patients with MIBC undergoing radical cystectomy. Kiani et al. (Berlin, Germany) demonstrated that low survivin and ERCC-1 expression are associated with longer overall survival after radical cystectomy irrespective of additional neoadjuvant or adjuvant chemotherapy. As an alternate option, Bazargani et al. (Los Angeles, CA, USA) prospectively measured serum levels of Carbohydrate Antigen CA 125, CA 19-9 and Carcinoembryonic Antigen (CEA) in 480 patients with MIBC receiving NAC. The group reported that patients with persistently elevated markers after NAC had a very poor prognosis following cystectomy.
Skowron et al. (Düsseldorf, Germany) studied long term bladder cancer cultures exposed to cisplatin. The cultured cells evaded cisplatin stress by phenotypic plasticity via EMT, induction of non-canonical WNT target genes and anti-apoptotic factors. Decreased DNA-damage could largely be attributed to an increased cisplatin inactivation by the NRF2 pathway.
MOLECULAR SUBTYPING
Zoidakis et al. (Athens, Greece) reported on a detailed proteomics analysis of bladder cancer specimens, aiming to investigate the question whether existing BC subtypes are reflected in the tissue proteome and to identify new therapeutic targets.
Cytochrome P450 family 1 (CYP1) enzyme activity in MIBC was studied by Baker et al. (York, UK) . This in-vitro study suggested that urothelial activation of pro-carcinogens by CYP1 likely contributes to bladder carcinogenesis. Furthermore, urothelial CYP1-activity might provide a new, unexploited route for bladder cancer therapy. Dominguez et al. (Madrid, Spain) investigated the correlation between specific risk patterns for bladder cancer taxonomy-based subphenotypes. Analyzing over 800 patients they could correlate 3 bladder cancer clusters (basal/squamous, luminal-like and mixed) with different risk factors (e.g. tobacco smoking, risk-occupational exposures, NSAIDs consumption).
In an update from The Cancer Genome Atlas Research Network, Robertson et al. (Vancouver, BC, Canada) characterized microRNA (miR) and long non-coding (lnc) RNA expression patterns in a large cohort of patients with MIBC. Classifying the tumours based on miR or lncRNA generated clusters that were concordant with established mRNA-based subtypes, but also further discriminated within these subtypes. miR and lncRNA subtypes independently predicted survival.
The impact of genomic classifiers on prognosis in 257 patients with MIBC was investigated by Sundi et al. (Houston, TX, USA) . The group could validate earlier reports that a basal gene signature in bladder cancer patients undergoing NAC is associated with a clinical benefit, and that the p53-like gene signature appears to confer chemo-resistance as assessed by pathologic downstaging. The question of plasticity of bladder cancer exposed to NAC was addressed by Seiler et al. (Bern, Switzerland) in a longitudinal study setting in 134 patients with MIBC. They observed a greater variability of post-NAC gene expression in previous basal-like tumors compared to luminal-like tumors. The group received a best presentation award for this outstanding contribution.
MOLECULAR BACKGROUND OF CANCER PROGRESSION
Majewski et al. (Houston, TX, USA) identified complex genomic alterations that involved areas of microscopically normal bladder mucosa adjacent to dysplasia and carcinoma in situ using a whole organ mapping strategy coupled with exome sequencing, genome-wide copy number analysis and whole genome methylation to define the genomic profile of bladder cancer progression from field effects to clinically evident disease.
Guo et al. Interestingly, no changes in PD-1+ or PD-L1+ tumor associated immune cells were found after BCG. Furthermore, there were no differences between BCG responders and non-responders, raising questions about the use of systemic immune checkpoint blockade in NMIBC.
First images of in vivo confocal laser endomicroscopy investigating histological grades of urinary upper tract tumors were presented by Palou et al. (Barcelona, Spain) . A record attendance of over 100 participants suggests increasing acceptance of the IBCN meeting as a key conference in the field of bladder cancer. A key message of the meeting was the conclusion that the expanding spectrum and increasing complexity of diagnostic and therapeutic approaches in bladder cancer represent a new dimension of challenges that can only be met by large interdisciplinary and international consortia. The IBCN meetings provide a unique platform for exchange, discussion and intensifying multidimensional cooperation, thus satisfying this increasing need for the management of bladder cancer in all its facets.
The 16th meeting of the IBCN will take place in Rotterdam, The Netherlands, October 11-13, 2018.
HIGHLIGHTS
• The recent advent of checkpoint inhibitors and molecular classifications in bladder cancer has greatly stimulated also a variety of other areas of research in this tumor entity.
• Individualized therapy targeting suitable molecular pathways of a given tumor is moving into clinic.
• The expanding spectrum and increasing complexity of diagnostic and therapeutic approaches in bladder cancer represent a new dimension of challenges.
• These challenges can only be met by large interdisciplinary and international consortia.
